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INTRODUCTION RESULTS
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. Among STEC, seven serogroups, 026, 045, 0103, 0111, 0121, 0145, and 0157, of Shiga toxin-producing E. coli. feedlots.
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) Samples were collected over a 12 week period from June 2014 to August 2014. . Cattle are reservoirs for many STEC serogroups, including those that are not a part
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