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Introduction Experimental Results and Methods

« Grazing cattle diet composition determination methods include:
field observations, ruminal or esphogial contents, fecal
microhistological analysis, and “Markers” (saturated
hydrocarbons, alkanes) but can be labor intensive, costly, and
under/over predicts some plants in the diet (summarized by Ho et al., 2010)

 Wildlife researchers have used fecal samples and DNA to

Figure 1: Method for rapidly obtaining inhibitor-free DNA isolate from bovine Figure 2: Photos illustrating examples of fecal

fecal samples s — - ohysical characteristics
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(n :4) were fed adiet at 1.68% of BW for 21-d classification (Cow, Heifer, or Holstein)
+ 20% alfalta, 50% fescue, 20% corn, and 10% soybean meal (DM Table 2: Quantity (ug/mL) comparisons of fecal type, time of da
. - Q _ Y (K9 )_ P I YPe, 4 Figure 5: Quantity of DNA based on fecal Figure 6: Quantity of DNA based on fecal
basls) for fecal collection, and animal cassitication. freshness and time of day for collection freshness and animal classification
* Ond 22-24 at 7 AM and 3 PM individual fecal samples were Treatment Lower? Upper’ P -value 20 60 - Xy
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Statistics Conclusions and Future Work
 The study is a completely randomized block design with repeated _ _
measures  Of the 105 samples analyzed, 89 had to complete a secondary clean-up to increase the 280/260 spectral reading to be >1.4.
 Quality (280/260 ratio) and quantity (ug/mL) were analyzed using * There was no difference in the quantity of DNA extracted from samples that were collected FRESH or DRY; in the AM or PM; nor differences
appropriate t-tests and generating 90 and 95% confidence based on cattle classification.
Intervals for:  There Is evidence that a fresh sample collected in the afternoon would net the highest quality and yields of DNA to be used for downstream
 Freshness — FRESH vs DRY use in gRT-PCR.
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