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Background

Pyricularia oryzae

Rice infected with P. oryzae colony

P. oryzae

P. oryzae generates genome variation
while reproducing asexually

Where do mutations occur in the genome?

How do repair pathways shape mutation location?

Damage and repair bring variation to the genome:
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 Accumulate mutations
 Knock out BER/MMR genes with Cas12a.

Mutation Accumulation

CRISPR-Casl2a Gene Editing:
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Mutation Accumulation:
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Repeat step 2
and 3 for
several weeks

Grow culture
and extract
DNA

Whole genome
sequencing

Gene-edited genotypes used:

Aku80 Amrell

NHEJ IO HR I, T
— NHEJ I ST

P — —— ———— —

" faayomvz awmu&ww |

The sheared DNA
is the expected
size of 300 bp. ==

0-137

 Aku80 Amrell

Lokres2 43 L4506 7 1819 “1011 M2MIMEMEWT -ve 1L

B ' One MSH2 sample increased

= ' - . .

i'" e = =re=eeees =insize from a clean HYG gene

_____ .. I insertion at the target site

L1 2 34567 891011121314 15WT-ve L

- & No UNG1 samples showed
O p—— § an increase in size from the

HYG Insertion

Future Work

* Use repair gene knockout lines in future
experiments.

*Sequence genomes from the mutation accumulation
experiment.
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