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Am J Physiol Regul Integr Comp Physiol 305: R110–R117, 2013. First
published May 15, 2013; doi:10.1152/ajpregu.00152.2013.—Adapting to
the lactating state requires metabolic adjustments in multiple tissues,
especially in the dairy cow, which must meet glucose demands that
can exceed 5 kg/day in the face of negligible gastrointestinal glucose
absorption. These challenges are met through the process of home-
orhesis, the alteration of metabolic setpoints to adapt to a shift in
physiological state. To investigate the role of inflammation-associated
pathways in these homeorhetic adaptations, we treated cows with the
nonsteroidal anti-inflammatory drug sodium salicylate (SS) for the
first 7 days of lactation. Administration of SS decreased liver TNF-�
mRNA and marginally decreased plasma TNF-� concentration, but
plasma eicosanoids and liver NF-�B activity were unaltered during
treatment. Despite the mild impact on these inflammatory markers, SS
clearly altered metabolic function. Plasma glucose concentration was
decreased by SS, but this was not explained by a shift in hepatic
gluconeogenic gene expression or by altered milk lactose secretion.
Insulin concentrations decreased in SS-treated cows on day 7 com-
pared with controls, which was consistent with the decline in plasma
glucose concentration. The revised quantitative insulin sensitivity
check index (RQUICKI) was then used to assess whether altered
insulin sensitivity may have influenced glucose utilization rate with
SS. The RQUICKI estimate of insulin sensitivity was significantly
elevated by SS on day 7, coincident with the decline in plasma glucose
concentration. Salicylate prevented postpartum insulin resistance,
likely causing excessive glucose utilization in peripheral tissues and
hypoglycemia. These results represent the first evidence that inflam-
mation-associated pathways are involved in homeorhetic adaptations
to lactation.

homeorhesis; salicylate; metabolism

THE TRANSITION FROM LATE PREGNANCY to lactation is a time of
great physiological stress, especially for the dairy cow. The
decline in feed intake that accompanies parturition, coupled
with the rapid increase in energy requirements during lacto-
genesis, requires a dramatic shift in nutrient fluxes to release
stored nutrients and direct them to the mammary gland. This
programmed shift in metabolic setpoints is an archetypal ex-

ample of homeorhesis, defined as the “coordinated changes in
metabolism of body tissues necessary to support a physiolog-
ical state” (4).

Mechanisms underlying homeorhetic adaptions to lactation
have been described to some extent. The somatotropic axis is
decoupled during this time, resulting in dramatic elevations of
plasma growth hormone concentrations without the expected
rise in insulin-like growth factor 1 secretion (11, 51). Likewise,
insulin sensitivity declines substantially from late gestation (5,
48). These endocrine shifts are critical for promoting the
mobilization of stored nutrients and sparing glucose for use by
the mammary gland. This conservation of glucose is particu-
larly important in ruminants. The microbes that inhabit the
rumen ferment most dietary carbohydrate to volatile fatty
acids, leaving very little glucose to be absorbed in the small
intestine. As a result, lactating cows absorb almost no glucose
from the gastrointestinal tract and must synthesize as much as
5 kg of glucose in the liver daily (2).

The homeorhetic adaptations that allow cows to increase milk
production to 40 kg/day within days after parturition can stress the
metabolic system. Rapid lipolysis can increase plasma nonesteri-
fied fatty acid (NEFA) concentrations by as much as 10-fold
within a few days after parturition (21), and both hypoglycemia
and hypocalcemia are common, as nutrients are drawn into the
mammary gland. Ketosis and fatty liver (FL) are common meta-
bolic diseases that result during this time; in fact, nearly 90% of all
metabolic diseases in dairy cattle occur during the first 4 wk of the
305-day lactation (24).

Despite their reliance on mobilized lipid as an energy
source, dairy cattle entering lactation with greater adipose mass
are at greater risk of developing metabolic diseases (34). It has
become clear in the past decade that animals with excessive
adiposity exhibit a low-grade inflammation (23), suggesting
that perhaps inflammation underlies metabolic disturbances in
obese dairy cows. In support of this hypothesis, cows with
moderate or severe FL have increased levels of the inflamma-
tory cytokine TNF-� (41). Inflammatory cytokines cause myr-
iad metabolic changes in dairy cattle, including anorexia,
lipomobilization, impaired insulin sensitivity, and reduced
milk yield (7, 26, 27), all of which are associated with FL and
ketosis. Furthermore, daily injection of TNF-� for 7 days
increased liver triglyceride content independent of effects on
feed intake, and this effect was accompanied by changes in
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hepatic gene expression consistent with both inflammation and
a shift from fatty acid oxidation to triglyceride synthesis (8).

These recent findings suggest that exogenous inflammatory
agents are sufficient to induce metabolic dysfunction. Whether
inflammation is a necessary causative factor in the natural
progression of bovine FL and ketosis, however, remains un-
clear. To address this broad question, we used the nonsteroidal
anti-inflammatory drug (NSAID) sodium salicylate (SS). So-
dium salicylate is a weak inhibitor of cyclooxygenase (COX)-1
and COX-2 (31), and its probable mode of action is that it
inhibits phosphorylation of the NF-�B inhibitor I�B-� (53).
Phosphorylation of I�B results in its degradation, allowing
NF-�B to be released for translocation into the nucleus and
subsequent activation of an inflammatory transcription pro-
gram (3). The specific hypothesis for this study was that SS
would slow liver triglyceride accumulation, promote gluconeo-
genesis, and limit metabolic disease in dairy cows entering
lactation. In contrast, our findings suggest that inflammatory
signals may contribute to homeorhetic adaptations to lactation,
especially regulation of glucose metabolism and modulation of
lipolysis and ketogenesis as animals return to positive energy
balance.

MATERIALS AND METHODS

All experimental procedures were approved by the Kansas State
University Institutional Animal Care and Use Committee (protocol
no. 2880).

Design, treatments, data, and sample collection. A total of 78 Holstein
cows were blocked by parity (n � 39 first-parity, n � 24 second-
parity, and n � 15 � third-parity) and alternately assigned to treat-
ment within block at parturition. Salicylate has a half-life of �30 min
in cattle (18). Therefore, to deliver a therapeutic dose and to maintain
relatively consistent plasma concentrations throughout the day, SS
was delivered in drinking water at a concentration of 1.95 g/l begin-
ning on day 1 postpartum and continuing through day 7. A prelimi-
nary study indicated that SS decreased water consumption by cows,
but this problem was avoided when the flavor of SS was masked with
221 mg/l molasses. Water with either molasses alone (control) or with
molasses and SS (1.95 g/l) was offered at 6:00 PM to initiate
treatment; treatment began at least 6 h and no more than 30 h after
parturition. On day 8 of lactation, all cows were provided untreated
water for the remainder of the experiment.

Cows were housed in individual tie-stalls, milked 3 times daily
(2:00 AM, 10:00 AM, and 6:00 PM) and fed twice daily (6:30 AM
and 6:00 PM) for ad libitum intake. Feed intake was recorded, and
feeding behavior was analyzed, as described previously (36). The diet
composition was similar to that reported in Bradford et al. (8), was fed
at 53.2% dry matter, and supplied 186 g crude protein, 305 g neutral
detergent fiber, 381 g nonfiber carbohydrate, 52 g crude fat, and 79 g
ash/kg of dry matter. The net energy for lactation content was
estimated at 1.72 Mcal/kg dry matter (37).

Blood samples (14 ml) were collected from coccygeal vessels (4:00
PM) on days 1, 7, 14, and 21 postpartum and processed, as described
previously (33). Liver samples were taken on days 4 and 21, as
described previously (33). Body condition score (scale of 1 to 5 with
1 � emaciated and 5 � severely obese) was evaluated by three trained
personnel on days 1, 7, 14, and 21. Mean body condition score on day
1 was 3.20 � 0.028 (mean � SE).

Plasma analyses. Nonesterified fatty acids, glucose, �-hydroxybu-
tyric acid (BHBA), and insulin were analyzed as previously described
(36). Plasma was analyzed using enzymatic colorimetric procedures to
determine concentrations of NEFA (NEFA-HR; Wako Chemicals,
Richmond, VA), glucose (kit no. 439–90901, Wako Chemicals), and
BHBA (kit no. H7587–58; Pointe Scientific, Canton, MI). Plasma

insulin was determined by a bovine-specific sandwich ELISA (no.
10-1201-01; Mercodia AB, Uppsala, Sweden) with a detection limit of
0.025 pg/�l. The revised quantitative insulin sensitivity check index was
calculated according the following equation (22): RQUICKI �
1/[log(Gb) � log(Ib) � log(NEFAb)], where Gb is basal glucose (mg/dl),
Ib is basal insulin (�U/ml), and NEFAb is basal NEFA (mmol/l), such
that a higher RQUICKI value indicates greater insulin sensitivity. Plasma
TNF-� was determined with an ELISA, as previously described (15),
using bovine-specific antibodies (Thermo Fisher Scientific, Rockford,
IL); the detection limit was 0.50 pg/ml. Coefficients of variation were 3.8,
4.5, 3.5, 7.2, and 13.0% for NEFA, glucose, BHBA, insulin, and TNF-�
assays, respectively. Plasma cortisol was measured using radioimmuno-
assay (Cortisol Coated Tube Kit, catalog #07/221106, MP Biomedical
LLC, Eschwege, Germany).

Plasma salicylate concentrations were determined with liquid chro-
matography (Shimadzu Prominence, Shimadzu Scientific Instruments,
Columbia, MD) and triple quadrupole mass spectrometry (API 2000;
Applied Biosystems, Carlsbad, CA). The ions monitored were salic-
ylate (m/z 136.91¡93.00) and the internal standard acetaminophen
(m/z 152.17¡110.0). The mobile phase consisted of A: acetonitrile
and B: 0.1% formic acid. The mobile phase gradient was 75% B from
0 to 0.5 min, 75% B to 50% B from 0.5 to 4.0 min, and 50% B to 75%
B from 4.0 to 5.5 min, with a total run time of 6.5 min. A C8 column
(Supelco Discovery, 2.1	150 mm, 5 �M; Sigma-Aldrich, St. Louis,
MO) achieved separation. Sample processing consisted of adding 0.1
ml plasma to 0.4 ml methanol with 0.1% formic acid containing 1
�g/ml acetaminophen. The samples were vortexed, centrifuged for 5
min at 15,000 g, the supernatant transferred to an injection vial, and
0.01 ml was the injection volume. The accuracy of the assay was 100,
96, 104, 103, 105, and 97% at 1, 5, 10, 25, 50, and 100 �g/ml on
replicates of three for each concentration, respectively. The coeffi-
cients of variation were 5, 9, 2, 10, 1, and 12% at 1, 5, 10, 25, 50, and
100 �g/ml on replicates of three for each concentration, respectively.
A similar method was used to determine salicylate concentration in
water samples to determine the amount of salicylate delivered.

Eicosanoid concentrations were determined in the lipid fraction of
plasma samples from parity-3� cows using LC-MS. Plasma samples
(500 �l) were mixed with 500 �l of HPLC-grade water, 100 �l
methanol, 4 �l antioxidant/reducing agent containing EDTA, butyl-
hydroxy toluene, triphenylphosphine, and indomethacin (4 �l/ml),
100 �l of a mixture of internal standards, and 1 �l of formic acid. The
internal standards mixture contained the following deuterated eico-
sanoids (0.1 ng/�l, 10 ng total): leukotriene (LT) B4-d4, thromboxane
(Tx) B2-d4, prostaglandin (PG) F2�-d4, PGE2-d4, PGD2-d4, 13(S)-
hydroxyoctadecadienoic acid (HODE)-d4, 6-keto PGF1�-d4, 9(S)-
HODE-d4, LTD4-d5, 12(S)-hydroxyeicosatetraenoic acid (HETE)-d8,
and 15(S)-HETE-d8. Sample mixtures were centrifuged at 3,200 g for
10 min at 4°C. Lipids were isolated from the sample supernatant by
solid phase extraction using a Phenomenex Strata-X 33-�m Poly-
meric Reversed Phase 60 mg/3 ml columns, catalog no. 8B-S100-UBJ
SPE (Phenomenex, Torrance, CA). Columns were first conditioned
with 3 ml methanol (MeOH), then 3 ml water. The samples were
passed through the columns; 3 ml of 40% MeOH was passed through
afterward as the wash. After a 4-min vacuum-drying step, samples
were eluted in 2 ml MeOH/acetonitrile (50:50 vol/vol), dried in a
Savant SVD121P SpeedVac (Thermo Scientific, Waltham, MA), and
resuspended in 100 �l acetonitrile/water/formic acid (37:63:0.02 vol/
vol/vol).

Eicosanoids were analyzed using two distinct LC-MS methods. Both
used reverse-phase LC on a Waters Acquity UPLC BEH C18 1.7-�m
column (2.1 	 100 mm) at a flow rate of 0.6 ml/min at 35°C and a
quadrupole mass spectrometer (SQD H-Class, Waters Acquity; Waters,
Milford, MA) in electrospray-negative ionization mode. The electrospray
voltage was 
3 kV, and the turbo ion spray source temperature was
450°C. Nitrogen was used as the drying gas. For each method, 10-�l
samples were injected in triplicate. An isocratic mobile phase consisting
of acetonitrile:water:0.1% formic acid (45:55:10; vol/vol/vol) with an
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analysis time of 15 min was used to analyze LTB4, PGE2, PGD2,
5(S),6(R)-lipoxin A4, PGF2�, TxB2, 6-keto PGF1�, resolvin D1, and
resolvin D2. The second method used an isocratic mobile phase of
acetonitrile:methanol:water:0.1% formic acid (47.4:15.8:26.8:10; vol/vol/
vol/vol) and an analysis time of 10 min to analyze 9(S)-HODE, 13(S)-
HODE, 15-deoxy-�12,14-PGJ2, 15-oxo-eicosatetraenoic acid (oxoETE),
5-oxoETE, 5(S)-HETE, 12(S)-HETE, 15(S)-HETE, 7(S)-maresin 1,
7(S),17(S)-dihydroxy-8(E),10(Z),13(Z),15(E),19(Z)-docosapentaenoic
acid, and LTD4. Eicosanoids were identified in samples by matching their
deprotonated (i.e., [M-H]-) m/z values and LC retention times with those
of a pure standard. Extraction and ionization efficiencies were measured
for the internal standards by comparing the intensity of the samples with
the ion intensity of the extraction controls. The efficiency range was 18
to 84%. The combined proinflammatory eicosanoid data (Fig. 1G) were
calculated as the sum of plasma concentrations of TxB2, 13-HODE,
9-HODE, 15-HETE, 12-HETE, 5-HETE, 15-oxoETE, LTD4, PGD2,
PGE2, and PGF2�.

Liver analyses. Triglyceride (TG) content was measured, as de-
scribed previously (33), from liver biopsies collected on days 4 and
21. Variation in water content of liver samples was accounted for by
normalizing with protein concentration of the sample (17). Transcript
abundance of genes involved in glucose and lipid metabolism and
inflammation were determined by quantitative real-time PCR, as
previously described (36), using gene-specific primers detailed in
Table 1. The geometric mean of control genes �-actin, GAPDH, and
RPS9 was used to determine the relative abundance of target genes.

Protein abundance of I�B� was determined by Western blot for
liver biopsies collected on day 4 in parity 2� cows. Briefly, �20 mg
of liver tissue was homogenized at 4°C in RIPA lysis buffer contain-
ing a broad-spectrum protease inhibitor cocktail (Protease Inhibitor

Cocktail I; Calbiochem, Gibbstown, NJ). The homogenate was cen-
trifuged, and protein content of the supernatant was measured by the
Bradford method (9). Forty micrograms of total protein were diluted
in Laemmli sample buffer, heated at 90°C for 5 min, cooled, vortexed,

Fig. 1. Sodium salicylate suppresses inflammatory signals,
but removal causes a rebound in inflammatory eico-
sanoids. Treatments (C, CON: control, SS: sodium salic-
ylate) were applied from days 1 through 7 of lactation.
A: total I�B� protein was detected by Western blot in liver
biopsies taken on day 4. B: liver samples were collected on
day 4 and were used to assess relative abundance of I�B�
by Western blot densitometry (n � 18), nuclear NF-�B by
DNA hybridization assay (n � 36), and TNF-� mRNA by
quantitative PCR (n � 39). C: plasma TNF-� concentra-
tions of parity-2� cows were determined on day 7 of
lactation by bovine-specific ELISA (n � 19). D–F: plasma
concentrations of 13-hydroxyoctadecadienoic acid (13-
HODE) (D), 9-HODE (E), and thromboxane B2 (TXB2;
F) were determined for parity 3� cows (n � 5–6). G: 14
eicosanoids were determined in plasma from parity-3�
cows (n � 5), and the sum concentration of 11 proinflam-
matory eicosanoids is shown. Values are expressed as least
square means � SE. †P � 0.10; *P � 0.05; **P � 0.01.

Table 1. Primers used for quantitative real-time PCR
detection of transcripts in liver tissue

Gene1 Accession No.2

Forward Primer (5=–3=)

Reverse Primer (5=–3=)

�-actin NM_173979.3 ACGACATGGAGAAGATCTGG
ATCTGGGTCATCTTCTCACG

GAPDH NW_0031039231.1 TCAACGGGAAGCTCACTGG
CCCCAGCATCGAAGGTAGA

RPS9 DT860044.1 GAACAAACGTGAGGTCTGGAGG
ATTACCTTCGAACAGACGCCG

TNF� NM_173966.1 AAGTAACAAGCCGGTAGCCCA
CTTCCAGCTTCACACCGTTG

G6PC NM_001076124.1 TGAGGATGGAGAAGGGAATG
AACCAAATGGGGAAGAGGAC

PCK1 NM_174737.2 CGAGAGCAAAGAGATACGGTGC
TGACATACATGGTGCGACCCT

PC NM_177946.4 CTTCAAGGACTTCACTGCCACC
GCCAAGGCTTTGATGTGCA

1GAPDH, glyceraldehyde 3-phosphate dehydrogenase; RPS9, ribosomal
protein subunit 9; TNF�, tumor necrosis factor-�; G6PC, catalytic subunit of
glucose-6-phosphatase; PCK1, cytosolic phosphoenolpyruvate carboxykinase;
PC, pyruvate carboxylase. 2From NCBI Entrez Nucleotide Database (http://
www.ncbi.nlm.gov/sites/entrez?db�nucleotide).
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separated by SDS-PAGE on a 4 to 12% Tris·HCl gel, and dry-
transferred onto nitrocellulose membranes (iBlot; Invitrogen, Carls-
bad, CA). Membranes were blocked in Tris buffer with 5% dry milk
powder for 2 h at room temperature with the primary anti-I�B�
antibody (diluted 1:500; catalog no. sc-847; Santa Cruz Biotechnol-
ogy, Santa Cruz, CA). After washing, a secondary antibody (diluted
1:10,000; anti-rabbit sc2313; Santa Cruz Biotechnology) was incu-
bated for 1 h at room temperature. Immunodetection was performed
by chemiluminescence (West-Dura; Thermo Scientific, Waltham,
MA), and bands were quantified by scanning densitometry (Chemi-
Doc-It Imaging System; UVP, Upland, CA). ImageJ software (Na-
tional Institutes of Health) was used for densitometry.

Nuclear extracts were collected from day 4 liver samples, accord-
ing to manufacturer’s guidelines (kit no. SK-0001; Signosis, Sunny-
vale, CA). Briefly, 20 mg of liver was homogenized using lysis buffer
and centrifuged, the pellet was reconstituted with a second lysis buffer
and centrifuged, and supernatant was collected. This supernatant was
the nuclear extract. Total protein was measured using the Bradford
method (9), and a total of 0.7 mg of nuclear extract was used in the
collection plate for evaluation of NF-�B content. Extract was stored at

20°C until used in an NF-�B filter plate assay (no. FA-0001;
Signosis, Sunnyvale, CA). The extract was incubated with an NF-�B
probe for 30 min at 18°C and then washed through a filter plate in
which NF-�B-bound probes are retained. Bound NF-�B was eluted,
denatured, and hybridized overnight at 45°C. The captured DNA was
then detected with streptavidin-horseradish peroxidase and measured
using luminescence on a microplate luminometer.

Statistical Analysis

Statistical analyses were carried out using the MIXED procedure of
SAS (version 9.2; SAS Institute, Cary, NC) to assess the fixed effects
of parity, time, treatment, and all two- and three-way interactions; cow
was included as a random effect. Repeated measures over time were
modeled with autoregressive covariance structures, and denomi-
nator degrees of freedom were estimated using the Kenward-Rogers
method. Values were deemed outliers and omitted from analysis when
Studentized residuals were  3.5 or � 
3.5. Interactions were
investigated when P � 0.15 using the slice option, and slices were
declared significant at P � 0.05.

RESULTS

Sodium salicylate mildly inhibits inflammatory cascades in the
liver. Sodium salicylate, which has proven effective at inhibiting
metabolic inflammation (54), was used to block endogenous
inflammation in postpartum dairy cows. Daily intake of salicylate
was 123.3 � 5.5 g/cow, and plasma salicylate concentrations on
day 7 were 34.4 � 15.0 �g/ml, near the therapeutic target of 30
�g/ml (1, 13, 18), but well below concentrations recently reported
to activate AMP-activated protein kinase (20). Plasma SS con-
centration did not differ by parity (P  0.50). There was no effect
of treatment on water intake (P � 0.81; 72.4 vs. 73.2 � 3.5 l/day
for control and SS, respectively) or feed intake (P � 0.85; 14.8 vs.
15.0 � 0.6 kg dry matter/day) during the 7-day treatment period.

To assess whether SS effectively inhibited IKK-� signaling in
the liver (53), the abundance of I�B-� was determined (Fig. 1A).
Total I�B-� protein was not significantly altered (P � 0.82), nor
was a treatment effect on nuclear NF-�B abundance observed
(P � 0.26, Fig. 1B). However, transcript abundance of the
inflammatory cytokine TNF-� was decreased 28% in SS-treated
cows on day 4 of lactation (P � 0.03, Fig. 1B), and SS tended to
decrease plasma TNF on day 7 (P � 0.06, Fig. 1C).

Salicylate withdrawal results in elevated inflammatory eico-
sanoids in plasma. A panel of 14 eicosanoids were determined in
plasma to assess treatment effects on these key lipid mediators.

Although few effects were detected during the 7-day treatment
period, numerous proinflammatory eicosanoids were elevated on
day 14, including TxB2, 13-HODE, and 9-HODE (all P � 0.05;
Fig. 1, D–F). These patterns were summarized with a combined
concentration of 11 proinflammatory eicosanoids, which was
significantly elevated on day 14, after treatments ended (P � 0.01;
Fig. 1G).

Salicylate increases liver TG content and causes hypoglycemia
in multiparous cows. In contrast to the hypothesis that blocking
endogenous inflammation during the transition period would de-
crease liver TG content, liver TG concentrations were increased 29%
by SS on day 4 of lactation (P � 0.01), although no differences were
observed by day 21 (P � 0.47, Fig. 2A). Glucose metabolism was
likewise altered, as evidenced by decreased (P � 0.05) plasma
glucose concentration on day 7 (Fig. 2B). Interestingly, SS in-
duced hypoglycemia on day 7 in second-parity (45.4 vs. 53.5 �
2.4 mg/dl; P � 0.05) and third-parity (36.0 vs. 50.2 � 3.5 mg/dl;
P � 0.01) cows, but not in first-parity cows (55.5 vs. 53.5 � 2.1
mg/dl for SS vs. control, P � 0.50).

Given the negligible absorption of glucose from the ruminant
gastrointestinal tract, SS-induced hypoglycemia must have been
caused by some combination of decreased gluconeogenesis and
increased clearance of circulating glucose. Transcript abundance
for key rate-determining enzymes in gluconeogenesis was mea-
sured to assess potential mechanisms underlying these responses.
No differences in hepatic expression of glucose-6-phosphatase
(catalytic subunit, G6PC), cytosolic phosphoenolpyruvate car-
boxykinase (PCK1), or pyruvate carboxylase (PC) were observed
during treatment (all P  0.10, Fig. 2C). Targeted analysis of
hepatic transcripts failed to identify a clear shift in gene expres-
sion to explain the observed hypoglycemia.

Milk lactose synthesis requires more than 70% of total glucose
supply in lactating dairy cattle (45). Conserving glucose for such
use by the mammary gland is accomplished by a combination of
hypoinsulinemia and decreased insulin sensitivity in early lacta-
tion (6). Insulin concentrations were marginally decreased in
SS-treated cows on day 7 compared with control (P � 0.07; Fig.
2D), which is consistent with the decline in plasma glucose
concentration. Given that insulin concentration alone did not point
to an increase in insulin-dependent glucose uptake, we next used
the revised quantitative insulin sensitivity check index
(RQUICKI; Ref. 22) to assess whether altered insulin sensitivity
may have influenced glucose utilization rate with SS. The
RQUICKI estimate of insulin sensitivity was significantly ele-
vated by SS on day 7 (P � 0.02, Fig. 2E), coincident with the
decline in plasma glucose concentration, whereas controls showed
suppressed RQUICKI values on days 1 and 7, which is consistent
with a homeorhetic suppression of insulin signaling during this
adaptation phase of lactation. Salicylate has been shown to en-
hance insulin sensitivity through interruption of glucocorticoid
signaling (38), and salicylate can attenuate cortisol release in cattle
during periods of stress (13); however, no significant treatment
effects on plasma cortisol concentration were detected on day 7
(1.58 vs. 2.03 � 0.46 ng/ml for control vs. SS; P � 0.49).
Salicylate prevented early lactation insulin resistance, but likely
not by blocking cortisol release.

Salicylate withdrawal causes an elevation in plasma BHBA
and NEFA concentrations. Enhanced hepatic ketogenesis is
another well-described adaptation used by dairy cattle to com-
pensate for energy and glucose deficiencies in the first several
weeks of lactation. Surprisingly, although SS did not alter plasma
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BHBA concentration during treatment (day 7), we observed
increased BHBA levels in SS-treated cows on days 14 and 21 of
lactation, well after treatments ended on day 7 (both P � 0.05,
Fig. 2F). NEFA concentrations were increased by SS, but again,
this response was observed only on day 21, 2 wk after treatment
ended (P � 0.01, Fig. 2G).

Salicylate accelerates the early lactation increase in milk fat
secretion, leading to exacerbated negative energy balance. Net
energy balance is negative for most species at the onset of
lactation (40). Accordingly, cows on both treatments experi-
enced energy deficits through the first 3 wk of lactation, but
control cows had increased energy balance compared with SS
in weeks 2 (P � 0.08) and 3 (P � 0.02, Fig. 3A). As expected
for cows in negative energy balance, body condition score
(a measure of body fat on a scale of 1 to 5, with 1 � thin and
5 � obese) decreased through the 3-wk trial (P � 0.01), but
loss of body condition was greater for SS in week 2 of lactation
(P � 0.01, Fig. 3B), consistent with treatment effects on
measures of lipolysis and ketogenesis. Energy balance is pri-

marily a function of energy intake (which was not altered by
treatment) and energy expenditure, 75% of which is devoted to
milk production in early lactation cows (37). Therefore, milk
component yields were investigated to assess the impact of SS
treatment on energy requirements for mammary biosynthesis
of milk nutrients. Yields of milk lactose (Fig. 3C) and protein
(Fig. 3D) increased as expected during the study (both P �
0.001), but no treatment effects were observed. In contrast,
milk fat yield was significantly increased by SS treatment in
week 3 (P � 0.02, Fig. 3E).

Fatty acids used for milk TG synthesis are derived either
from preformed plasma lipids or are synthesized de novo in the
mammary gland. Milk fatty acid profiles were analyzed to
determine the source of the additional fatty acids; de novo fatty
acid synthesis in the bovine mammary gland produces carbon
chains no longer than 16 carbons (32). In week 3 of lactation,
short- and medium-chain fatty acid yield was increased by 13%
(P � 0.14), 16-carbon fatty acid yield by 22% (P � 0.01), and
long-chain fatty acid yield by 17% (P � 0.01) following SS

Fig. 2. Salicylate alters carbohydrate and lipid metabo-
lism in early lactation. Treatments (CON: control, SS:
sodium salicylate) were applied from days 1 through 7
of lactation. A: liver biopsies collected on days 4 and 21
postpartum were analyzed for triglyceride (TG) content.
B: plasma glucose concentrations were determined im-
mediately prior to treatment initiation (day 1) and on
days 7, 14, and 21 postpartum. C: liver biopsies from
day 4 postpartum were analyzed to determine relative
transcript abundance for rate-determining gluconeo-
genic enzymes. D–G: plasma insulin, �-hydroxybutyric
acid (BHBA), and nonesterified fatty acid (NEFA) con-
centrations were determined immediately prior to treat-
ment initiation (day 1) and on days 7, 14, and 21 postpar-
tum; the revised quantitative insulin sensitivity index
(RQUICKI) was calculated from plasma glucose, insulin,
and NEFA concentrations. Values are least square means �
SE; n � 39. *P � 0.05; **P � 0.01; †P � 0.10.
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treatment (Fig. 3F), suggesting that the enhancement of TG
secretion did not reflect either preformed or newly synthesized
fatty acids exclusively. The proportion of C14 fatty acids
desaturated to C14:1 (an index of mammary stearoyl-CoA
desaturase activity) was also increased by SS (7.6 vs. 6.6 �
0.34%; P � 0.04), which is consistent with an increase in
mammary lipogenesis. The 250 g/day increase in milk fat
secretion represented an energy drain of 2.3 Mcal/day, ac-
counting for 66% of the difference in energy balance between
treatments in week 3.

DISCUSSION

A wide variety of physiological set points are altered to
support lactation, involving tissues as diverse as adipose tissue,
liver, the gastrointestinal tract, and bone. These adaptations
collectively helped crystalize the concept of homeorhesis (4).
Although endocrine factors are known to contribute to home-
orhesis during the transition to lactation, many gaps remain in
our understanding of the mechanisms underlying these changes
in nutrient flux. The results presented here represent the first
evidence that inflammation-associated pathways are involved
in homeorhetic adaptations to lactation.

Eicosanoids such as prostaglandins, prostacyclins, leukotri-
enes, lipoxins, and thromboxanes have been identified as key
regulators of both acute and chronic inflammatory reactions
and their resolution (47). Our observation that proinflammatory
eicosanoids in blood plasma dramatically increased after ces-
sation of SS treatment suggests that despite the lack of ob-
served suppression of systemic inflammatory mediators during

treatment, our treatment regime did alter inflammatory signal-
ing. Rebounds in inflammatory mediators have been observed
after cessation of NSAID treatment in humans (44, 50), but to
our knowledge, this is the first evidence that the rebound
results in concentrations of inflammatory mediators that exceed
those in untreated controls. This finding suggests the existence
of a homeostatic target for inflammatory signals such that
chronic treatment with an NSAID results in a compensatory
increase in endogenous inflammation. Such a mechanism could
also explain why no treatment effects on proinflammatory
eicosanoids were observed during the treatment period. Inflam-
matory mediators may have been suppressed for a portion of
the week of treatment before a compensatory response returned
their concentrations to control levels by day 7; unfortunately,
samples were not collected to assess this hypothesis. It is also
worth noting that cows in this study generally did not display
the hallmarks of metabolic disease, such as dramatically ele-
vated NEFA and BHBA concentration (12), nor was there
evidence of an abnormal degree of inflammation compared
with previous findings (46). These findings may, therefore, be
more relevant for understanding the normal homeorhetic pro-
cesses in early lactation than the etiology of early lactation
disorders.

Several observations from this study suggest that SS treatment
altered metabolic setpoints in early lactation. One key adaptation
to lactation in the ruminant animal is peripheral insulin resistance,
leading to decreased utilization of glucose by muscle and adipose
tissue, thus sparing glucose for use by the mammary gland (6).
The ability of inflammatory mediators, such as TNF-� to induce

Fig. 3. Early lactation salicylate administration induces a
delayed decrease in energy balance through increased milk
fat secretion. Treatments (CON, control; SS, sodium sa-
licylate) were applied during week 1 of lactation. A: net
energy balance was calculated as energy intake minus
energy required for maintenance and milk energy output.
B: body condition score, a measure of relative adiposity
ranging from 1 (thin) to 5 (obese), was determined weekly
by three investigators, and the mean change over the
course of a week was analyzed. C–E: milk lactose, protein,
and fat secretion were determined from daily milk yields
and twice weekly composition analyses. F: milk fatty acid
profiles were determined for week 3 and grouped into de
novo synthesized (�C16), serum-derived (C16), and
mixed-source (C16) fatty acid yields. Values are expressed
as least square means � SE; n � 27 for panel F, while
n � 39 for other panels. †P � 0.10; *P � 0.05; **P �
0.01.
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insulin resistance is now well established (42), and SS increases
glucose uptake in diverse models ranging from conscious dogs
(30) to cultured adipocytes (43). Studies in mice (38) and humans
(19) have suggested that salicylate can improve insulin sensitivity,
resulting in increased glucose utilization rates and decreased
fasting glucose concentrations. The increase in insulin sensitivity
induced by SS in this study, as quantified by RQUICKI, likely
caused the hypoglycemia observed on the final day of SS treat-
ment.

Sodium salicylate treatment also dramatically affected lipid
metabolism in early-lactation cows. Following SS treatment,
plasma NEFA and BHBA concentrations were elevated; these
changes coincided with increased milk fat secretion, greater net
energy deficit, and a more pronounced loss of body condition
in SS-treated cows. These responses are all components of the
adaptive transfer of energy from dam to offspring in early
lactation (40), but these processes typically recede by week 3 in
dairy cattle (33), in contrast to the resurgence we observed
following SS treatment. Whether this response was driven first
by changes in liver and adipose tissue lipid metabolism, fol-
lowed by a mammary response to substrate availability, or by
a greater demand from the mammary gland (potentially com-
municated to other tissues by endocrine changes) is unclear.
Indices of mammary fatty acid synthesis and desaturase activ-
ity, however, suggest that the mammary gland was not simply
a passive recipient of more lipogenic substrate. Another in-
triguing question posed by our results is whether the responses
that only appeared following withdrawal of SS were induced
by inflammatory blockade during week 1 of lactation or by the
rebound inflammation in week 2 after SS treatment ended;
unfortunately, there is no way to isolate these two possibilities.
Nevertheless, the existing literature is more consistent with the
idea that the rebound inflammation altered lipid metabolism.
Inflammatory agents, such as lipopolysaccharide (52), TNF-�
(25), and interferons (29), can stimulate adipose tissue lipoly-
sis, increasing plasma NEFA concentrations and providing
substrate for hepatic ketogenesis.

Inflammation of muscle and adipose tissue is tightly linked
to insulin resistance in many metabolic scenarios (39), and
these findings are the first to suggest the adaptive role of this
phenomenon during early lactation. Although the dairy cow is
unique in the degree of genetic selection for milk yield,
postpartum insulin resistance has been documented across a
broad array of wild and domestic mammals, including northern
elephant seals (16), goats (14), pigs (35), and rats (10, 49). We
suggest that inflammatory signals underlie this conserved post-
partum insulin resistance.

Inflammatory mediators play critical roles in determining rates
of lipolysis, glucose transport, protein synthesis, and other meta-
bolic processes, in many cases via alterations in insulin sensitivity.
Current hypotheses suggest that inflammatory mediators and met-
abolic pathways are tightly intertwined because both are derived
from a common, multifunctional organ, where mechanisms have
emerged to provide for both immunity and homeostatic control of
the nutritional environment (23). However, the myriad negative
health consequences of metabolic inflammation, as manifested in
the metabolic syndrome, suggest that inflammation and metabo-
lism should have dissociated through evolutionary selection as
independent organ systems evolved (28). The role of inflamma-
tion in promoting a temporary insulin resistance that aids the

homeorhetic shift to a new metabolic state may provide one clue
to the evolutionary benefit of such links.

Perspectives and Significance

The lactating state requires a shift in nutrient utilization that
depends on adaptations in the liver, gut, adipose tissue, muscle,
and bone in addition to the mammary gland. This study
improves our understanding of this reprioritization process by
demonstrating that anti-inflammatory treatment prevents the
temporary insulin resistance that occurs in early-lactation dairy
cows, leading to hypoglycemia as mammary glucose demands
increase. These findings suggest that inflammation-induced
insulin resistance is, in some cases, an adaptive, rather than
pathological, phenomenon, and may help clarify why the links
between inflammation and metabolism are evolutionarily con-
served.

ACKNOWLEDGMENTS

This study is Contribution no. 13-267-J from the Kansas Agricultural
Experiment Station. The authors thank William Brown (Manhattan, KS) for
assistance with figure preparation.

GRANTS

This project was supported by National Research Initiative Competitive
Grant no. 2009-35206-05271 from the U.S. Department of Agriculture Na-
tional Institute of Food and Agriculture.

DISCLOSURES

No conflicts of interest, financial or otherwise, are declared by the authors.

AUTHOR CONTRIBUTIONS

Author contributions: J.K.F., L.K.M., J.F.C., B.K., and L.M.S. performed
experiments; J.K.F., L.K.M., S.K.S., and B.J.B. analyzed data; J.K.F., J.F.C.,
B.K., L.M.S., J.E.M., and B.J.B. interpreted results of experiments; J.K.F.
drafted manuscript; J.K.F., L.K.M., J.F.C., B.K., L.M.S., S.K.S., J.E.M.,
L.C.H., and B.J.B. approved final version of manuscript; J.F.C., J.E.M.,
L.C.H., and B.J.B. conception and design of research; L.M.S., J.E.M., and
B.J.B. edited and revised manuscript.

REFERENCES

1. Anderson JG, Oehme FW, Moore WE. The effect of oral salicylate
(aspirin) on hematologic and biochemical profiles of dairy cattle. Vet Med
Small Anim Clin 74: 1329–1332, 1979.

2. Aschenbach JR, Kristensen NB, Donkin SS, Hammon HM, Penner
GB. Gluconeogenesis in dairy cows: The secret of making sweet milk
from sour dough. IUBMB Life 62: 869–877, 2010.

3. Baker RG, Hayden MS, Ghosh S. NF-�B, inflammation, and metabolic
disease. Cell Metab 13: 11–22, 2011.

4. Bauman DE, Currie WB. Partitioning of nutrients during pregnancy and
lactation: A review of mechanisms involving homeostasis and homeorhe-
sis. J Dairy Sci 63: 1514–1529, 1980.

5. Bell AW. Regulation of organic nutrient metabolism during transition
from late pregnancy to early lactation. J Anim Sci 73: 2804–2819, 1995.

6. Bell AW, Bauman DE. Adaptations of glucose metabolism during preg-
nancy and lactation. J Mammary Gland Biol Neoplasia 2: 265–278, 1997.

7. Bertoni G, Trevisi E, Piccioli-Cappelli F. Effects of acetyl-salicylate
used in post-calving of dairy cows. Vet Res Commun 28: 217–219, 2004.

8. Bradford BJ, Mamedova LK, Minton JE, Drouillard JS, Johnson BJ.
Daily injection of tumor necrosis factor-� increases hepatic triglycerides
and alters transcript abundance of metabolic genes in lactating dairy cattle.
J Nutr 139: 1451–1456, 2009.

9. Bradford MM. A rapid and sensitive method for the quantitation of
microgram quantities of protein utilizing the principle of protein-dye
binding. Anal Biochem 72: 248–254, 1976.

10. Burnol AF, Leturque A, Ferré P, Girard J. Glucose metabolism during
lactation in the rat: quantitative and regulatory aspects. Am J Physiol
Endocrinol Metab 245: E351–E358, 1983.

R116 SALICYLATE ALTERS METABOLIC ADAPTATIONS TO LACTATION

AJP-Regul Integr Comp Physiol • doi:10.1152/ajpregu.00152.2013 • www.ajpregu.org
Downloaded from www.physiology.org/journal/ajpregu by ${individualUser.givenNames} ${individualUser.surname} (129.130.018.189) on November 1, 2018.

Copyright © 2013 American Physiological Society. All rights reserved.



11. Butler ST, Marr AL, Pelton SH, Radcliff RP, Lucy MC, Butler WR.
Insulin restores GH responsiveness during lactation-induced negative
energy balance in dairy cattle: effects on expression of IGF-I and GH
receptor 1A. J Endocrinol 176: 205–217, 2003.

12. Chapinal N, Carson M, Duffield TF, Capel M, Godden S, Overton M,
Santos JE, Leblanc SJ. The association of serum metabolites with
clinical disease during the transition period. J Dairy Sci 94: 4897–4903,
2011.

13. Coetzee JF, Gehring R, Bettenhausen AC, Lubbers BV, Toerber SE,
Thomson DU, Kukanich B, Apley MD. Attenuation of acute plasma
cortisol response in calves following intravenous sodium salicylate ad-
ministration prior to castration. J Vet Pharmacol Ther 30: 305–313, 2007.

14. Debras E, Grizard J, Aina E, Tesseraud S, Champredon C, Arnal M.
Insulin sensitivity and responsiveness during lactation and dry period in
goats. Am J Physiol Endocrinol Metab 256: E295–E302, 1989.

15. Farney JK, Mamedova LK, Godsey BH, Bradford BJ. Technical note:
Validation of an ELISA for measurement of tumor necrosis factor alpha in
bovine plasma. J Dairy Sci 94: 3504–3509, 2011.

16. Fowler MA, Champagne CD, Houser DS, Crocker DE. Hormonal
regulation of glucose clearance in lactating northern elephant seals (Mir-
ounga angustirostris). J Exp Biol 211: 2943–2949, 2008.

17. Fronk TJ, Schultz LH, Hardie AR. Effect of dry period overcondition-
ing on subsequent metabolic disorders and performance of dairy cows. J
Dairy Sci 63: 1080–1090, 1980.

18. Gingerich DA, Baggot JD, Yeary RA. Pharmacokinetics and dosage of
aspirin in cattle. J Am Vet Med Assoc 167: 945–948, 1975.

19. Goldfine AB, Silver R, Aldhahi W, Cai D, Tatro E, Lee J, Shoelson SE.
Use of salsalate to target inflammation in the treatment of insulin resis-
tance and type 2 diabetes. Clin Transl Sci 1: 36–43, 2008.

20. Hawley SA, Fullerton MD, Ross FA, Schertzer JD, Chevtzoff C,
Walker KJ, Peggie MW, Zibrova D, Green KA, Mustard KJ, Kemp
BE, Sakamoto K, Steinberg GR, Hardie DG. The ancient drug salicylate
directly activates AMP-activated protein kinase. Science 336: 918–922,
2012.

21. Herdt TH. Fatty liver in dairy cows. Vet Clin North Am Food Anim Pract
2: 269–287, 1988.

22. Holtenius P, Holtenius K. A model to estimate insulin sensitivity in dairy
cows. Acta Vet Scand 49: 29, 2007.

23. Hotamisligil GS. Inflammation and metabolic disorders. Nature 444:
860–867, 2006.

24. Ingvartsen KL. Feeding- and management-related diseases in the transi-
tion cow: Physiological adaptations around calving and strategies to
reduce feeding-related diseases. Anim Feed Sci Tech 126: 175–213, 2006.

25. Kushibiki S, Hodate K, Shingu H, Hayashi T, Touno E, Shinoda M,
Yokomizo Y. Alterations in lipid metabolism induced by recombinant
bovine tumor necrosis factor-� administration to dairy heifers. J Anim Sci
80: 2151–2157, 2002.

26. Kushibiki S, Hodate K, Shingu H, Obara Y, Touno E, Shinoda M,
Yokomizo Y. Metabolic and lactational responses during recombinant
bovine tumor necrosis factor-� treatment in lactating cows. J Dairy Sci 86:
819–827, 2003.

27. Kushibiki S, Hodate K, Shingu H, Ueda Y, Mori Y, Itoh T, Yokomizo
Y. Effects of long-term administration of recombinant bovine tumor
necrosis factor � on glucose metabolism and growth hormone secretion in
steers. Am J Vet Res 62: 794–798, 2001.

28. Medzhitov R. Origin and physiological roles of inflammation. Nature
454: 428–435, 2008.

29. Memon RA, Feingold KR, Moser AH, Doerrler W, Grunfeld C. In
vivo effects of interferon-alpha and interferon-gamma on lipolysis and
ketogenesis. Endocrinology 131: 1695–1702, 1992.

30. Miller JD, Ganguli S, Sperling MA. Indomethacin and salicylate mod-
ulate effect of insulin on glucose kinetics in dogs. Am J Physiol Endocri-
nol Metab 248: E648–E655, 1985.

31. Mitchell JA, Akarasereenont P, Thiemermann C, Flower RJ, Vane
JR. Selectivity of nonsteroidal antiinflammatory drugs as inhibitors of
constitutive and inducible cyclooxygenase. Proc Natl Acad Sci USA 90:
11693–11697, 1993.

32. Moore JH, Christie WW. Lipid metabolism in the mammary gland of
ruminant animals. Prog Lipid Res 17: 347–395, 1979.

33. Morey SD, Mamedova LK, Anderson DE, Armendariz CK, Titge-
meyer EC, Bradford BJ. Effects of encapsulated niacin on metabolism
and production of periparturient dairy cows. J Dairy Sci 94: 5090–5104,
2011.

34. Morrow DA. Fat cow syndrome. J Dairy Sci 59: 1625–1629, 1976.
35. Mosnier E, Le Floc’h N, Etienne M, Ramaekers P, Sève B, Père MC.

Reduced feed intake of lactating primiparous sows is associated with
increased insulin resistance during the peripartum period and is not
modified through supplementation with dietary tryptophan. J Anim Sci 88:
612–625, 2010.

36. Mullins CR, Mamedova LK, Brouk MJ, Moore CE, Green HB,
Perfield KL, Smith JF, Harner JP, Bradford BJ. Effects of monensin
on metabolic parameters, feeding behavior, and productivity of transition
dairy cows. J Dairy Sci 95: 1323–1336, 2012.

37. National Research Council. Nutrient Requirements of Dairy Cattle.
Washington, DC: National Academy of Science, 2001.

38. Nixon M, Wake DJ, Livingstone DE, Stimson RH, Esteves CL, Seckl
JR, Chapman KE, Andrew R, Walker BR. Salicylate downregulates
11beta-HSD1 expression in adipose tissue in obese mice and in humans,
mediating insulin sensitization. Diabetes 61: 790–796, 2012.

39. Odegaard JI, Chawla A. Pleiotropic actions of insulin resistance and
inflammation in metabolic homeostasis. Science 339: 172–177, 2013.

40. Oftedal OT. Use of maternal reserves as a lactation strategy in large
mammals. Proc Nutr Soc 59: 99–106, 2000.

41. Ohtsuka H, Koiwa M, Hatsugaya A, Kudo K, Hoshi F, Itoh N, Yokota
H, Okada H, Kawamura S. Relationship between serum TNF activity
and insulin resistance in dairy cows affected with naturally occurring fatty
liver. J Vet Med Sci 63: 1021–1025, 2001.

42. Olefsky JM, Glass CK. Macrophages, inflammation, and insulin resis-
tance. Annu Rev Physiol 72: 219–246, 2010.

43. Ostman J. Inhibitory effect of nicotinic acid on FFA mobilisation in
alloxan-diabetic rats. 2. A comparison of the effect of nicotinic acid and
salicylate on the fatty acid metabolism and glucose uptake by adipose
tissue in vitro. Acta Med Scand 177: 623–629, 1965.

44. Pijak M. Rebound inflammation and the risk of ischemic stroke after
discontinuation of aspirin therapy. Arch Neurol 63: 300–301, 2006.

45. Reynolds CK, Huntington GB, Tyrrell HF, Reynolds PJ. Net portal-
drained visceral and hepatic metabolism of glucose, L-lactate, and nitrog-
enous compounds in lactating Holstein cows. J Dairy Sci 71: 1803–1812,
1988.

46. Schoenberg KM, Perfield KL, Farney JK, Bradford BJ, Boisclair YR,
Overton TR. Effects of prepartum 2,4-thiazolidinedione on insulin sen-
sitivity, plasma concentrations of tumor necrosis factor-� and leptin, and
adipose tissue gene expression. J Dairy Sci 94: 5523–5532, 2011.

47. Sordillo LM, Contreras GA, Aitken SL. Metabolic factors affecting the
inflammatory response of periparturient dairy cows. Anim Health Res Rev
10: 53–63, 2009.

48. Terao H. Insulin dynamics in transition dairy cows as revealed by
intravenous glucose tolerance testing. J Anim Vet Adv 9: 2333–2337, 2010.

49. Toyoda N, Deguchi T, Murata K, Yamamoto T, Sugiyama Y. Post-
binding insulin resistance around parturition in the isolated rat epitroch-
learis muscle. Am J Obstet Gynecol 165: 1475–1480, 1991.

50. Vial JH, McLeod LJ, Roberts MS. Rebound elevation in urinary throm-
boxane B2 and 6-keto-PGF1 alpha excretion after aspirin withdrawal. Adv
Prostaglandin Thromboxane Leukot Res 21A: 157–160, 1991.

51. Vicini JL, Buonomo FC, Veenhuizen JJ, Miller MA, Clemmons DR,
Collier RJ. Nutrient balance and stage of lactation affect responses of
insulin, insulin-like growth factors I and II, and insulin-like growth
factor-binding protein 2 to somatotropin administration in dairy cows. J
Nutr 121: 1656–1664, 1991.

52. Waldron MR, Nishida T, Nonnecke BJ, Overton TR. Effect of lipo-
polysaccharide on indices of peripheral and hepatic metabolism in lactat-
ing cows. J Dairy Sci 86: 3447–3459, 2003.

53. Yin MJ, Yamamoto Y, Gaynor RB. The anti-inflammatory agents
aspirin and salicylate inhibit the activity of I�B kinase-�. Nature 396:
77–80, 1998.

54. Yuan M, Konstantopoulos N, Lee J, Hansen L, Li ZW, Karin M,
Shoelson SE. Reversal of obesity- and diet-induced insulin resistance with
salicylates or targeted disruption of IKKbeta. Science 293: 1673–1677,
2001.

R117SALICYLATE ALTERS METABOLIC ADAPTATIONS TO LACTATION

AJP-Regul Integr Comp Physiol • doi:10.1152/ajpregu.00152.2013 • www.ajpregu.org
Downloaded from www.physiology.org/journal/ajpregu by ${individualUser.givenNames} ${individualUser.surname} (129.130.018.189) on November 1, 2018.

Copyright © 2013 American Physiological Society. All rights reserved.


